®EAEPAJIbHBIA HAYYHO-K/IMHUYECKUIM LEHTP ®U3NKO-XUMUYECKON MEOULINHDI
®MBA POCCHU

L4
KA3AHCKUIA (MPUBOJIXKCKMIN) ®EAEPAIbHBIA YHUBEPCUTET

POST GENOME

B IIOUCKAX MOIIEAEH
IIEPCOHAAU3HPOBAHHOH
MEIUIIUHBI

CBOPHHMK HAYYHBIX TPY/IOB
V MEXXIYHAPO/IHOI KOH®EPEHIIUH

“INIOCTTEHOM’2018”
KA3AHB, 29 okmsibps - 2 Hos16ps1 2018

KasaHckun
9 denepanbHbIn

YHUBEPCUTET

MockBa — Ka3aub
2018



B IIOMCKAX MOJEAENH NEPCOHAAU3HPOBAHHON MEIHIIUHBI
KasaHb 29 oKTAbpAa — 2 HOAGpPA 2018

>€ POSTGENOME V MEXOYHAPOAHAA KOH®EPEHLMA “NOCTTEHOM 2018

YK 579.246.2

BBIJIEJIEHUE BAKTEPHI POJIA BACILLUS U3 BOJIOEMOB PECIIYBJIMKH
TATAPCTAH U UX BUAOBAA UWAEHTHPHUKALIUA HA OCHOBE
MALDI-TOF-MACC-CIIEKTPOMETPHUH

C.3. AetguHoBa, /1.H. MuHay6aesa, [1.3. FaTuHa, P.3. Lax Maxmyg,

UHcmumym ¢yHdameHmanosHol meduyuHsl, KaszaHckuli (Mpusonxcckuli) hedepansHebili yHusepcumem,
KasaHb, Poccua

MepBble pe3ynbTaTbl MacWTabHOro v rnobanbHOro npoekta « MMKpobrom 3eman» y:e onybaMKoBaHbI.
OfHaKo U3y4yeHue NoSHOro MUKpobuoma BOAbl OCTAETCA aKTyasibHOM. XOTA MUKPOOPraHM3Mbl B MPUPOLE WUT-
paloT OFPOMHYIO POJib, MOJIHOTO MUKPOB6MOMA BoAbl Pecnybivku TaTapcTaH 40 CUX MOP OCTaeTcA He M3y4yeH-
HbIM. K 3TOW LLenn, Mbl NepBbIV Pa3 Hauyaan nsydeHue ogHU U3 Hanbosee nlydyaemblx bakTepuin poaa Bacillus B
Tpex pek Pecnybanku TaTtapctaH: KasaHKa, Bonra, Kama 1 o3epo CpegHuii KabaH.

C6op BOAbI MPOBOANAN B CTEPU/IbHBIX YCNOBUAX M3 TyOUHBI 10 CM TOALLMHBI BOAbl. XpaHeHWe uccne-
Ayembix 06pasL0oB NPOBOAMIM B TEMHOM U MPexosoaHOM mecTe. BoiaeneHve 6akTepuit poga Bacillus nposo-
AMAn ¢ ucnonb3oBaHuem cpeapl Slypua u bepTaHu B npucytcteme 2% arapa (/1A). MpupoaHble 06pasLbl Ha
cpeae BblpallumMBany B TeyeHuun 24 4 npu temnepatype 372 C a4na nosy4eHus KoNoHWUM. JOoNoSHUTENIbHO, KaX-
OYI0 KONOHWIO nepeceBanu Ha JIA Ana NonyvyeHus oTAeNbHYI0 KONOHUI0. OTaeNbHble KONOHWUM Bblan nepecesn-
Hbl Ans obecneyeHuns nsonaunun. Buaosyto npuHagaerkHoctb onpegenann Ha MALDI Biotyper. Cuctema Bruker
MALDI Biotyper onpeaenaer MuKkpoopraHmambl ¢ nomoubio MALDI-TOF macc-cneKkTpomeTpuun anda onpepene-
HUA YHUKAJIbHOTO MOJIEKYNSAAPHOIO OTMeYaTKa OpraHn3ma.

B pe3ynbTaTte M3y4YeHUA NOAYYEHHbIX AAHHbIX U3 HALIMX UccaeayemMbix 06pa3L,oB Hamu 6b110 BblAeNeHO
HecKo/ibKo baKTepuii poaa Bacillus. Cpeayn HUX Bblan ycTaHOBAEHbI Hannumin 6aktepun Bacillus licheniformis n3
peku KasaHka, Bacillus subtilis n3 pekn Kama 1 13 osepa CpegHuin KabaH.
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