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CTAPTOBBIM KOOH B TEHE CEPMUHOBOU
IMPOTEMHA3bI Bacillus intermedius
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Omnpenenen y4acToK MHUNUANMY TPAHCISIUA B FeHe BHEKIIETOYHON CYyOTHUIN3UHONOROOHON CePHHOBOM
nporeuna3ssl Bacillus intermedius (aprBi) (AN AY754946), cexperupyeMoil B cranonapioi gase pocra
oakrepuil. B oTKpBITON paMKe cUMTHIBAHNUSA aprBi HaifieHbI TPH MOTEHIUATBHBIX YYACTKA MHUIUANNH
W QANGEOIE RIS W TIRFOCTH K200 173 By, CHouerpyprianst by posanunie raan 4236
THIM3HHOMOAOOHOT PO TENHAZHI € 3aMeHaAMH HYKJIE€OTHIOB B IPEINOIaraeMbIX craproBbIX Kojgonax. M3y-
yeHa IKCNpecchs MyTaHTHBIX TeHOB B KJIeTKax Gecnporeasnoro mrramma B. subtilis AJ73. Cnenan BoiBoj,
Y10 cUHTE3 MporenHasbl AprBi nauunaercs ¢ Hecranpapraoro kogona GTG.

Karoueevte caoaa: cyoTHIIN3HHONONOOHAS CEPUHOBAS MPOTEHHA3A, CTAPTOBLINA KOTOH, MYTAHTHEBIE TCHBI,
Bacillus intermedius.

START CODON IN THE SERINE PROTEINASE GENE FROM Bacillus intermedius, by A. R. Kayu-
mov'*, A. R. Sabirova', N. P. Balaban', A. M. Mardanova', O. N. Ilinskaja’, S. V. Kostrov’, M. R. Sha-
ripova’ (!Kazan State University, Kazan, 420008 Russia, *e-mail: airat_kayumov@rambler.ru;
Institute for Molecular Genetic, Russian Academy of Sciences, Moscow, 119991 Russia). The translation
initiation site in the extracellular serine subtilisin-like proteinase gene from Bacillus intermedius (aprBi)
(AN AY754946) secreting at the stationary growth phase was established. The analysis of aprBi open
reading frame revealed three putative translation start sites (TTG, GTG u ATG). Using SignalP online
freeware program we have determined the functional activity probability of each of them. To identify
the translation start point the modified subtilisin-like protease genes carrying nucleotide replacements
in supposed start codons were developed using oligonucleotide-directed mutagenesis. We have investi-
gated the expression of these genetic constructions in protease-deficient strain B. subtilis AJ73. Accor-

ding our results it was concluded that the translation in aprBi gene starts from GTG kodon.
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ITpoTeonuTndyeckne (epMEHTHI  COCTaBISIIOT
DOBAUA RILTOR GaxTepaid. OF 4 He TCHRKO BhIIOL

HSIFOT Tpodndeckrne (PyHKIUH, HO U YYaCTBYIOT B
KIeTOYHOH i depeHINpOBKe, MTOCTTPAHCHSINOH-
HOM IIPOIIECCHHTe OENIKOB H JIPYTUX PeryiIsTOPHBIX
nporeccax. XOpoIlo H3y4eH KIacc CepHHOBBIX NIPO-

Teas3, K KOTOPOMY OTHOCHUTCSI CEMECTBO CyOTHIN3H-

wpavy Sagarcn [ Tiepubov 1% Ky Ihryparisho”
KUNKoCcTA Bacillus subtilis BBINeIUIN W JeTalILHO
oxXapakTepu3oBanu cyoTunu3nH E, KomupyeMbIi re-
HoM aprE [2]. Tlo3gHee mokasaiu, 4TO HOJOOHBIE
(bepMeHTBI CHHTE3UPYIOTCI MHOTHUMH BHUAaMH Oa-
nuan [1]. B Hacrosimee Bpemst onucaHo Gosee 200
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CYOTHIN3HHONONOOHBIX NPOTEHHA3, U C MOMOIIBIO
KpHcTaaiaorpadny ycTaHOBIIeHa TPeXMepHasl CTPYK-
Typa MHOTHX U3 HUX [3]. 'eHbI OOABIINHCTBA CyOTH-
JM3UHONONOOHBIX NPOTea3 KIOHAPOBAaHBI M CeKBe-
HUpoBaHbL. OJIHAKO CBEJICHNUS O PETYJSIHUH HX 3KC-
MIpeCCHH MaJIOYNCIIEHHBI.

W3 kynbTypanbHOI XUJIKOCTH B. intermedius BbI-
fieNieHa CYOTHIM3MHONONOGHAsI CepHHOBasl NPOTEH-
Ha3a [4]. PepMeHT NosBIsieTCsl B cpefie B ¢ase 3a-
MefeHus pocra (“paHHHI” (hepMEHT) U JJOCTHTaeT
MaKCHMaJIbHOIO YpPOBHS B CTallHOHapHOH da3se
(“no3gHuii” cgepment) [5]. I'eH 2Toll mpoTenHa3bI
(aprBi) KTOHNpPOBaH, ollpefieleHa ero HyKIeOTHIHAS
nocaeqoBaTebHOCTD [6]. Konupyromas o6macTe re-
Ha aprBi XapakTepH3yeTcsl BBICOKHM YPOBHEM CXOJI-
cTBa (96% WIeHTHYHOCTH) C TeHOM CyOTHJIM3HHOIO-
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