
175 

 577.21;577.29;621.37 
 

. . ,  . . ,  . .   
          
     

 : ,  ,  ,  ,  
. 

 
       

      . 
 ,     
 ,      . 

 
Key words: toxins, factor of pathogenesis, analysis of structure, return interval statistics, Bayessian statistics. 

 
The comparative statistical analysis of primary structure of protein toxins from gram-positive and 

gram-negative microorganisms is performed. Amino acids exhibiting non-casual distribution in the 
polypeptide sequence are identified, their role in protein secondary structure and the toxins functional 
domain formation are discussed. 
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