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Summary 4

The viscosity of proteins is a very important parameter used to evaluate the viscosity 0
whole blood, which strongly influence the hemodynamics of the human bllod circulation. Th
classical viscometers (Capillary, Falling Body and rotational viscometers) are not adecuated (s
do clinical measurement of dynamic viscosity because its require big amount of samples,
affected by turbidity and are dependent of the skill of the oerator. A new magnetic reson
based method to evaluate dynamic viscosity of proteins is presented, which is based in
straigh forward relation between dynamic viscosity and the proton relaxation rate
solutions. A good agreement is obtained between the results obtained with the NMR b
method and the gold standar used (Ostwald viscometer) for intracellular hemoglobin
Plasma.Was possible to evaluate the increasing of the dynamic viscosity in protein soluti¢
(Plasma and hemoglobin) belongin to the whole blood from sickle cell patients. :
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; _S'ta.tins are drug which reduce the amount of low-density lipoprotein (LD
by inhibiting hydroxyl-methyl-glutaryl-coenzyme A (HMG-C}TIOAI:) geductage. él)lsll::(s)i:lsgr?;
kno.vsfn as a well-established risk factor for atherosclerosis. Furthermore statins have an
addmongl p_hannacological properties which are called pleiotropic. Despite the fact that statins
have a sx'mllar m91ecular structure their pleiotropic properties vary considerably. There is a
:;])Lpgtrheemsttgat tgis differe?cekdepend on location of statins in the cell membrane |fl 2], but to
> present day there is a lack of i ion in li i i ins wi

o it Ze ko f information in literature on interactions of statins with the

Mw;lle ot_‘ do@ecylphosphocholine (DPC) were used as a model cellular membranes
system for Investigating the interactions of atorvastatin, cerivastatin, fluvastatin, simvastatin
un‘(! pravastatin. Investigation were carried out by NMR spectroscopy with Nuclea; Overhauser
I'ffect (NOESY and ROESY experiments). This method apply research intercellular interaction
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5 | Nchematic presentation of the NOEs (dashed arrows) observed in NMR spectra
of different statins in DO + DPC micelles
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