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CTPYKTYPHO-®YHKIIMOHAJTBHLIN AHAJIN3
BUOIIOJIMMEPOB U UX KOMIIVIEKCOB
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C-KOHLEBOI JOMEH ®AKTOPA TPAHCKPUIILIUU TnrA U3 Bacillus subtilis
KOHTPOJIMPYET AKTUBHOCTD JTHK-CBA3bIBAIOIIIETIO TOMEHA,
HO HE YYACTBYET B ITUMEPU3AIINUN BEJIKA
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®akTop Tpanckpunym ThrA, npeactaBureb ceMeiicTBa Mer R peryissiTopoB TpAaHCKpUIIIMM, Y GaKkTepHii Bacil-
lus subtilis KOHTPOJIMPYeT reHbl GeTKOB A30THOr0 MeTa00IM3MA B YCIOBUSX HEAOCTATKA a30Ta B cpele. Kak u Bce
JHK-cBg3biBaronue 0eKu, OH HAXOQUTCSA B KJIeTKaX B JUMepHOi opMe, 0JHAKO CAUT JUMepU3aLHU He YCTa-
HOBJIeH. MHOKeCTBeHHOe BBIPABHMBAHME §eJKOB roMoaoroB ThrA pa3sHeIX BUIOB GALAILT MO3BOJMIIO BHISIBUTH
MOTeHIMAJbHBIE CAUTHI AuMepusamuu. [loaydens MyranTHble Genku ThrA ¢ nerenuavu C-KOHLIEBOTO JoMeHA U
MOKA3aHO, YTO, B OTIMYMe OT ApYrux GenkoB ceMeiicTBa MerR, C-KoHel Gelka He 0OTBeYaeT 32 JUMEPU3ALMIO
Oeaka. MeToI0M NMOBEPXHOCTHOTO ILUIA3MOHHOTO PE30HAHCA YCTAHOBJEHO, UTO yAaJeHHe AMUHOKHMCJIOTHBIX
ocTaTkoB ¢ C-KoHIa He MHAKTHBUPYeT /I HK-CBI3BIBAIOLIYI0 AKTUBHOCTD 3TOr0 (JaKTopa TPAHCKPUITLMU, A HA-
00O0pOT NPUBOIMT K yBeqmueHuto agdpunnocT K THK. D10 nozpoader caenars BbIBo, YTo C-KOHIIEBOI JoMeH
B MOJTHOLEHHOM OeJike Y4acTByeT B KoHTpoJe ero /IHK-cBg3bBaromieii AKTHBHOCTH.
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THE C-TERMINUS OF TRANSCRIPTION FACTOR TNRA FROM BACILLUS SUBTILIS CON-
TROLS DNA-BINDING DOMAIN ACTIVITY BUT IS NOT REQUIRED FOR DIMERIZATION, by
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nical University “LETI”, Saint-Petersburg, 197376 Russia). The transcription factor TnrA, which belongs
to the MerR transcription regulators, in Bacillus subtilis cells controls genes of nitrogen metabolism under
conditions of nitrogen limitation. As all the DNA-binding proteins, it is present as a dimer in cells, but the
dimerization site is still unknown. The multiple alignment of TnrA homologs from the other Bacilli allowed to
identify the putative dimerization sites. Using the C-terminal truncated ThrA proteinsit is established, that, in con-
trast to other MerR-proteins, the TnrA C-terminus does not participate in dimerization. The surface plasmon res-
onance has revealed that C-terminus truncations of ThrA do not inactivate its DINA-binding activity. By contrary,
itincreased an affinity to DNA, confirming that C-terminus controls the DNA-binding activity in a full-length TnrA.
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B xietkax 6akTepuii aKTUBHOCTh MHOXKECTBA Te-
VCIICBISIX Hefioeratsa a30Ta B epene | 1] Haxonsos
vl — QIKTODaMM T pABCIDATURE, KCOPL @, B3auvs  TUMepHo#t ¢dopMe, OH B3aUMOISHCTBYET ¢ TaTUH-
JTPOMHOM ITOCTIEAOBATEIBHOCTRIO B IIPOMOTOpaXx Te-
WA ML, EA0B0pOT, T IABTTicT ere TPAUCKPArLMe) B HOB-MUIIIeHel. DTOT 6eT0K OTHOCUTCI K CeMEHMCTBY
OTBET Ha M3MEHEHNe YCIIOBHI oOKpyXKatoleit cpensl. B MerR peryiaaropo TpaHCKpUNITHHM, GOJBITHHCTBO
KieTKax B. subtilis daxrop TpaHCKpUIIINHT ThrA KOH-  KOTOPBIX UMEET CXOTHYIO TPEeTHYHYIO CTPYKTYPY U

Ipuusteie cokpamenmst: [TTTP — MeTox IToBepXHOCTHOTO TIA3MOHHOTO PE30HAHCA.
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